
Data Handling: End Point

• Any Mass Testing methodology must 
match throughput to data 
handling/scoring

• KRAKEN has been designed as the only 
dedicated Mass Testing LIMS and has 
processed Billions of data points on over 
350 genomes, on millions of amplicon 
assays.

• End point allows simplified data scoring 
reporting as a YES/NO

• Million ++ data points per day is all in 
house, 1 person per day



KRAKEN LIMS Laboratory Information Management System
Every aspect of a Mass testing lab “Nose to tail”

Liquid dispensing

Plate reading 

All data flow

Data reporting



Data calling: End Point

Data is 
automatically or 
manually scored 
with definable levels 
of user security

positives

negatives



Manual Auto calling data

KRAKEN Manual calling data KRAKEN Auto calling data

KRAKEN has been and is still used to call Millions of data points, capable of 
Auto calling 1.5 million or 10,000,000++ Data points per day.
Its with out doubt the most significant part of any mass testing program.
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• The flowchart below demonstrates how a normal user would interact with the Kraken software to log in, add a Customer, assign a Project to that Customer. Within the Project, Assays are added, by adding a DNA sequence; oligonucleotides 
may be designed using the Primer picker tool, and ordered through Kraken, which streamlines production of oligos and record keeping.

• Kraken reinforces workflow. When oligos arrive, they are imported into Kraken via the Oligonucleotide synthesis report. Oligos are recorded in Primer plates in Kraken (see the Primer icon in the Project tree. They are automatically associated 
with Assays. A Primer plate represents a physical plate or box of unmixed oligonucleotides.

• Assay Aliquot plates are created to receive oligonucleotide mixes ready for PCR. Assay aliquot tube positions are recorded and start of with a status of Empty tube. As oligonucleotides are mixed into new Assay Aliquot tubes they are 
arranged in these tubes in the Assay plates (or Assay Aliquot plates) in Kraken (a plate represents a physical box). As they are dispensed into Assay mixes, the Assay tube status is changed, and as the Assays are tested (validated) then the 
Assay status is changed by the person assessing or scoring the results. An Assay Aliquot may be given the status In use or Do not use and others.

• Similarly, {Samples} are received in Master plates and their location recorded by plate and physical storage location (e.g. walk-in freezer) in Kraken. As the {Samples} are diluted and dispensed into working Sample plates (daughter or sister or 
replicate plates) each dispense is monitored in Kraken. There are icons in the Project tree for the original Master plates are located and another for the working Sample plates. Each Project must have its own Master and working Sample 
plates, and Kraken makes it easy to transfer {Samples} between plates.

• Into working Sample plates (created blank) must be dispensed, virtually in Kraken:

• first, the DNA from the Master or diluted working Sample plates (sisters) created from them.

• second: Assay mixes are dispensed from Assay aliquot tubes.

• third: plate reader files may be assigned to each plate - these are organised under the Assays icon in the Project tree.

• Note: This order is strictly controlled in Kraken: an Assay cannot be dispensed into a plate with no DNA samples in it and a plate read file cannot be assigned to a plate where an Assay has not been dispensed.

• The Assays icon in the Project tree holds all of the results, and there you will find for each Assay, the Assay designs, and for each design, the read or reads (plate reader file data) which follow thermal or hydrocycling. From this part of the tree 
each set of results is rapidly accessed as a cluster or other plot. Normalisation data may be viewed.

• At this point the results are scored, and the preferred, most representative plot 'Submitted' for the final report. Submitted is one of many statuses which may be assigned to a plate read. ***However, more than one results set may be used 
to decide on the call for an individual sample. Plates are frequently re-cycled (submitted to a further 5 rounds of PCR hydrocycling) and the results compared: direction of travel of the relative intensities (data point) for a given Sample may be 
a critical indicator for a genotype call.

• Submitted results are copied to the Results icon in the Project tree and are seen in the final report or SNPviewer file. Note the statement above***. In this way, plots used for validating Assays or where most of the data is not representative 
of the final calls, remain in Kraken but are not in a final report.

• Kraken provides rapid reporting, drilling of Master plates to see % of calls (and determine whether Samples are still good), Project overviews for accounting. User privileges, and user management is available. Database maintenance tools are 
provided and the MySQL database tables are documented in this manual.

• Kraken may be used by many users or only one, in a factory setting or in a smaller laboratory. It has XML import functions and can interface with upstream and downstream systems.

•


