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Workflow

Select your workflow for ass

& Workflow

« Reference Sequence

embly.

+ Input Sequences
+ Identify Samples
 Set Up Samples
«/ Assembly Options
+/ Analysis Options
Assembly Output

ABI / Sanger

Whole genome
Amplicon

Clone verification

NGS-Based

Amplicon, gene panel, exome and tumor only - Mutect2

Whole genome

Viral-host integration detection
Haplotag generation
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