
Class GS Genus Species

+ Streptococcus agalactiae 27 - - 47 100 100 100 100 53 - - 100 100 - - 100 7 - 100
+ Streptococcus anginosus 7 - - - 100 100 100 100 80 60 - 100 100 - - 100 42 - 100
+ Streptococcus dysgalactiae 4 100 - 100 100 100 100 100 100 100 - 100 100 - - 100 100 - 100
+ Streptococcus mitis group 6 - - - 100 100 100 100 100 0 - 100 100 - - 100 66 - 100
+ Streptococcus pneumoniae 10 100 - 77 100 100 100 100 90 80 - 100 100 - - 100 90 100 100
+ Streptococcus pyogenes 4 - - 25 100 100 100 100 38 25 - 100 100 - - 100 0 - 100

+ Enterococcus avium 2 - 100 - - - - - - - - 100 - 100 - 100 0 - 100

+ Enterococcus faecalis 127 - 100 - - - - - - - - 91 - 100 - 99 24 - 100

+ Enterococcus faecium 4 - 50 - - - - - - - - 75 - 100 - 25 25 - 100

+ Enterococcus faecium (VRE) 1 - 100 - - - - - - - - 0 - 100 - 100 0 - 0

+ Staphylococcus aureus (Not MRSA) 153 - 0 - - - - 100 83 67 100 83 - 100 100 0 98 100 100

+ Staphylococcus aureus (MRSA) 141 - 0 - - - - 98 79 15 100 10 - 100 0 0 92 97 100
+ Staphylococcus Coag - Staph 14 - 0 - - - - 100 37 12 100 64 - 100 30 0 85 71 100
+ Staphylococcus epidermidis 57 - 0 - - - - 100 63 50 98 61 - 97 43 0 87 52 100
+ Staphylococcus haemolyticus 6 - 0 - - - - 100 50 25 50 33 - 100 16 0 100 50 100
+ Staphylococcus hominis 10 - 0 - - - - 87 62 12 100 50 - 100 40 0 90 30 100
+ Staphylococcus lugdunensis 21 - 0 - - - - 100 77 83 100 100 - 100 100 0 100 95 100
+ Staphylococcus pseudintermedius 6 - 0 - - - - 100 100 100 100 100 - - 100 0 83 100 100
+ Staphylococcus saprophyticus 25 - - - - - - - - - 100 100 - 100 - 0 92 100 100
+ Staphylococcus simulans 5 - 0 - - - - 100 66 33 100 80 - 100 100 0 100 100 100

GS=Gram stain; VRE= Vancomycin Resistant Enterococci; MRSA=Methicillin resistant Staphylococcus aureus 
Approved by: Nicole Turner, MD (Laboratory Director), Jordan Eggers MS, MLS(ASCP)CM (Microbiology Lead), Kyle Troutman, PharmD (Staff Pharmacist)
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 Commonly Reported Gram Positive Bacteria C
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Class GS Genus Species

- Citrobacter amalonaticus 2 - 0 0 50 0 - 100 50 - 100 - 100 100 100 100 100 100 100 100 100 100
- Citrobacter freundii 3 - 0 0 66 0 - 66 66 - 100 - 100 100 100 100 100 100 100 100 100 66
- Citrobacter freundii complex 10 - 0 50 70 0 100 70 70 - 100 - 100 100 100 100 100 50 100 77 100 70
- Citrobacter koseri 8 - 0 75 87 75 - 87 75 - 100 - 100 100 100 100 100 85 100 87 100 100
- Citrobacter species 10 - 0 60 80 20 - 90 80 - 100 - 100 100 100 100 100 100 100 90 100 100

- Enterobacter cloacae complex 21 - 4 0 71 0 - 71 61 - 92 - 100 100 100 92 100 86 95 85 100 90

- Enterobacter cloacae complex CRE 2 - 0 0 50 0 - 0 0 - 50 - 0 100 100 50 100 50 50 50 100 100

- Enterobacter species 7 - 14 0 85 0 - 85 85 - 100 - 100 100 100 100 100 100 100 85 100 100
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- Escherichia coli 807 - 70 92 97 93 - 98 95 - 86 - 100 96 100 87 100 99 100 84 97 84

- Klebsiella aerogenes 16 - 0 37 100 12 - 87 87 - 100 - 100 100 100 100 100 100 100 100 100 100
- Klebsiella oxytoca 28 - 0 100 100 46 - 100 100 - 100 - 100 100 100 100 100 100 - 85 100 96
- Klebsiella pneumoniae 100 - 0 93 97 95 - 97 96 - 95 - 100 100 100 95 100 91 - 88 100 91
- Klebsiella species 26 - 0 84 88 65 - 92 88 - 96 - 100 100 100 100 100 100 - 96 100 100
- Morganella morganii 9 - 0 66 88 0 - 88 88 - 77 - 100 88 -* 88 100 0 100 67 100 77
- Proteus mirabilis 59 - 76 86 98 76 - 98 94 - 69 - 100 91 -* 73 100 0 - 0 96 69
- Proteus vulgaris Group 4 - 0 100 100 0 - 100 100 - - - 100 100 -* - 100 0 - 0 100 74.5
- Providencia rettgeri 9 - 0 100 100 0 - 100 100 - 100 - 100 100 -* 100 100 0 100 0 100 100
- Providencia species 1 - 0 100 100 0 - 100 100 - 100 - 100 - -* 100 100 - 100 0 - 100

- Pseudomonas aeruginosa 57 - - - 94 - 98 98 - - 98 - - 100 100 100 100 - - - 100 -

- Pseudomonas species 4 - - - 75 - 100 75 75 - 100 - - 100 100 100 100 - - 100 100 75

- Serratia marcescens 7 - - 0 100 0 - 100 100 - 85 - - 100 - 100 100 0 100 28 100 100

- Stenotrophomonas maltophilia 8 - - - - - - 75 - - - - - - - 100 - - - 0 - 87

- Acinetobacter baumannii 1 - - 100 - - 100 100 100 - 100 - - 100 100 100 100 - - - 100 100

H
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- Haemophilus influenzae 21 90 71 90 - - 100 - 100 89 - 90 - - - 100 100 - - 95 - 57

GS=Gram Stain; CRE=Carbapenem-resistant Enterobacteriaceae; Haemophilus influenzae data from 1/1/2019 to 12/31/2021; * Morganella/Proteus/Providencia intrinsically resistant to imipenem

Approved by: Nicole Turner, MD (Laboratory Director), Jordan Eggers MS, MLS(ASCP)CM (Microbiology Lead), Kyle Troutman, PharmD (Staff Pharmacist)
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