
Class GS Genus Species

- Citrobacter freundii 3 0 0 100 0 100 100 66 100 100 100 100 100 33 100 66
- Citrobacter freundii complex 12 66 100 66 75 91 83 100 100 100 66 100 66
- Citrobacter freundii complex CRE 1 0 0 0 0 0 0 100 100 100 100 100 0 100 100
- Citrobacter koseri 3 0 66 66 66 66 66 100 100 100 100 100 100 100 100 100 100
- Citrobacter species 16 0 85 81 42 100 81 81 100 100 100 100 100 91 100 93 100 100

- Enterobacter cloacae complex 17 11 0 82 5 82 76 94 100 94 100 90 100 82 100 94

- Enterobacter cloacae complex CRE 1 0 0 0 0 0 0 100 100 100 100 100 100 100 100

- Enterobacter species 22 9 0 90 0 90 90 95 100 100 100 92 100 95 95 95
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- Escherichia coli 815 68 90 97 94 100 97 95 88 95 89 100 99 99 82 97 83

-
Klebsiella 

(Enterobacter)
aerogenes 10 10 30 100 20 100 90 100 100 100 100 80 100 80 100 100

- Klebsiella oxytoca 38 0 94 97 47 100 97 100 94 100 100 100 100 92 97 92
- Klebsiella pneumoniae 105 0 91 97 96 97 97 98 96 98 100 93 87 100 94
- Klebsiella pneumoniae, CRE 1 0 0 0 0 0 0 0 100 100 0 0 100 0
- Klebsiella species 36 0 94 97 77 97 97 100 97 100 100 93 88 100 88

- Morganella morganii 8 0 74 100 0 100 100 100 88 100 100 100 0 100 75 100 100

- Proteus mirabilis 71 74 87 98 73 98 97 74 98 76 100 0 0 98 73

- Proteus vulgaris 2 0 100 100 0 100 100 100 100 100 100 0 0 100 100

- Providencia alcalifaciens 1 0 100 100 0 100 100 100 100 100 100 100 0 100 100

- Providencia rettgeri 2 0 100 100 0 100 100 100 100 100 100 0 100 0 100 100

- Providencia species species 1 0 100 100 0 100 100 100 100 100 100 0 100 0 100 100

- Pseudomonas aeruginosa 78 98 100 100 94 98 96 100 100 100

- Pseudomonas species 2 100 100 100 100 100 100 100 100 100 100 100 0

H
. i

nf
lu

Haemophilus influenzae 42* 87 73 87 100 100 97 95 100 100 88 47

CRE=Carbapenem-resistant Enterobacteriaceae, * Data from 1/1/2018 to 12/31/2020
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Class GS Genus Species

+ Streptococcus agalactiae 39 36 100 100 100 100 58 67 97 100 100 18 100
+ Streptococcus anginosus 3 100 100 100 100 100 100 100 100 100 33 100
+ Streptococcus constellatus 1 100 100 100 100 100 100 100 100 100 100
+ Streptococcus dysgalactiae 6 100 80 100 100 100 100 100 80 100 100 100 100 100
+ Streptococcus gordonii 2 100 100 100 100 0 0 100 100 100 100 100
+ Streptococcus mitis group 4 100 100 100 100 100 66 100 100 100 75 100
+ Streptococcus pneumoniae 6 100 33 100 100 100 100 66 33 100 100 100 66 66 100
+ Streptococcus pyogenes 2 100 100 100 100 100 100 100 100 100 100 100 100
+ Enterococcus avium 5 100 100 100 100 100 100
+ Enterococcus faecalis 157 99 88 100 100 18 100
+ Enterococcus faecium 6 50 83 100 33 33 100
+ Enterococcus faecium (VRE) 1 0 0 100 0 100 0
+ Enterococcus mundtii 1 100 100 100 100 100 100
+ Staphylococcus aureus (Not MRSA) 169 0 100 88 67 100 79 100 100 0 97 98 100
+ Staphylococcus aureus (MRSA) 118 0 100 77 9 99 11 100 0 0 92 95 100
+ Staphylococcus Coag - Staph 20 0 100 45 36 100 65 100 15 0 95 85 100
+ Staphylococcus caprae 1 0 100 100 100 100 100 100 0 100 100 100
+ Staphylococcus cohnii 1 0 100 0 0 100 0 0 0 100 100 100
+ Staphylococcus epidermidis 54 0 100 55 22 96 70 100 44 0 74 51 100
+ Staphylococcus haemolyticus 5 0 100 0 0 40 20 50 20 0 80 40 100
+ Staphylococcus hominis 5 0 100 75 25 100 80 100 20 0 60 20 100
+ Staphylococcus lugdunensis 18 0 100 93 93 100 100 100 100 0 100 100 100
+ Staphylococcus pseudintermedius 7 0 100 100 100 100 100 85 0 57 100
+ Staphylococcus saprophyticus 32 0 100 96 100 0 0 90 100 100
+ Staphylococcus schleiferi 1 0 100 100 100 100 100 100 0 100 100 100
+ Staphylococcus simulans 3 0 100 33 0 100 33 0 0 100 100 100
+ Staphylococcus species 1 0 100 0 0 100 0 0 0 0
+ Staphylococcus warneri 2 0 50 50 0 100 100 50 0 100 100 100

VRE= Vancomycin Resistant Enterococci; MRSA=Methicillin resistant Staphylococcus aureus 

Co
ag

 - 
St

ap
h

Percent (%) Susceptible

Is
ol

at
es

 (N
)

2020 Grande Ronde Hospital     
Gram Positve Antibiogram                 

Percent Susceptible

M
er

op
en

em

N
itr

of
ur

an
to

in

O
xa

ci
lli

n

Pe
ni

ci
lli

n

Ce
ft

ria
xo

ne

Ch
lo

ra
m

ph
en

ic
ol

Cl
in

da
m

yc
in

Er
yt

hr
om

yc
in

G
en

ta
m

ic
in

Le
vo

flo
xa

ci
n

A
m

ox
ic

ill
in

/C
la

vu
la

na
te

A
m

pi
ci

lli
n

A
zi

th
ro

m
yc

in

Ce
fe

pi
m

e

St
re

pt
oc

oc
cu

s

Va
nc

om
yc

in

 Commonly Reported Gram Positive Bacteria

Co
ag

 +
 

St
ap

h

Te
tr

ac
yc

lin
e

Tr
im

et
ho

pr
im

 +
 

Su
lfa

m
et

ho
xa

zo
le

Ce
fo

ta
xi

m
e

En
te

ro
co

cc
us


